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<110> APPLICANT: Kawasaki, Hiroaki 
Graybiel, Ann 
Housman, David 

<120> TITLE OF INVENTION: Genes Integrating Signal Transduction Pathways 
<130> FILE REFERENCE: MIT- 103 

<140> CURRENT APPLICATION NUMBER: US/09/422 , 999 

<141> CURRENT FILING DATE: 1999-10-22 

<150> EARLIER APPLICATION NUMBER: US 60/105,507 

<151> EARLIER FILING DATE: 1998-10-23 

<150> EARLIER APPLICATION NUMBER: US 60/108,685 

<151> EARLIER FILING DATE: 1998-11-16 

<160> NUMBER OF SEQ ID NOS : 18 

<170> SOFTWARE: Patentin Ver. 2.0 

<210> SEQ ID NO 1 

<211> LENGTH: 2250 

<212> TYPE: DNA 

<213> ORGANISM: Mus musculus 

<220> FEATURE: 

<221> NAME/KEY: CDS 

<222> LOCATION: (166) . . (1989) 

<223> OTHER INFORMATION: CalDAG-GEFI 

<400> SEQUENCE: 1 

cgaaggatca gaggctgagc tggttcaagt gaacagaagg tctgggaggt gaactgcatt 60 
cgggtttgca ttctgaagta aaggacttgg gacaggggta cgaatcgagc actgtgggag 120 
gctctgagag tgtaacttgg gtctagccca ctggcaccgg cagcc atg gcg age act 177 
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146 



ccagatggaa taaaaaggcc cgaataatta acctcgaaaa 
aaaaaaaaaa a 



aaaaaaaaaa aaaaaaaaaa 223 9 

2250 



147 <210> SEQ ID NO 2 

148 <211> LENGTH: 6 08 

149 <212> TYPE: PRT 

150 <213> ORGANISM: Mus musculus 

151 <400> SEQUENCE: 2 

152 Met Ala Ser Thr Leu Asp Leu Asp Lys Gly Cys Thr Val Glu Glu Leu 
• 153 15 10 15 

154 Leu Arg Gly Cys lie Glu Ala Phe Asp Asp Ser Gly Lys Val Arg Asp 

155 20 25 30 

156 Pro Gin Leu Val Arg Met Phe Leu Met Met His Pro Trp Tyr lie Pro 

157 35 40 45 

158 Ser Ser Gin Leu Ala Ser Lys Leu Leu His Phe Tyr Gin Gin Ser Arg 

159 50 55 60 

160 Lys Asp Asn Ser Asn Ser Leu Gin Val Lys Thr Cys His Leu Val Arg 

161 65 70 75 80 

162 Tyr Trp Val Ser Ala Phe Pro Ala Glu Phe Asp Leu Asn Pro Glu Leu 

163 85 90 95 

164 Ala Glu Pro lie Lys Glu Leu Lys Ala Leu Leu Asp Gin Glu Gly Asn 

165 100 105 110 

166 Arg Arg His Ser Ser Leu lie Asp lie Glu Ser Val Pro Thr Tyr Lys 

167 115 120 125 

168 Trp Lys Arg Gin Val Thr Gin Arg Asn Pro Val Glu Gin Lys Lys Arg 

169 130 135 140 

170 Lys Met Ser Leu Leu Phe Asp His Leu Glu Pro Met Glu Leu Ala Glu 

171 145 150 155 160 

172 His Leu Thr Tyr Leu Glu Tyr Arg Ser Phe Cys Lys lie Leu Phe Gin 

173 165 170 175 

174 Asp Tyr His Ser Phe Val Thr His Gly Cys Thr Val Asp Asn Pro Val 

175 180 185 190 

176 Leu Glu Arg Phe lie Ser Leu Phe Asn Ser Val Ser Gin Trp Val Gin 

177 195 200 205 

178 Leu Met lie Leu Ser Lys Pro Thr Ala Thr Gin Arg Ala Leu Val lie 

179 210 215 220 

180 Thr His Phe Val His Val Ala Glu Lys Leu Leu Gin Leu Gin Asn Phe 

181 225 230 235 240 

182 Asn Thr Leu Met Ala Val Val Gly Gly Leu Ser His Ser Ser lie Ser 

183 245 250 255 

184 Arg Leu Lys Glu Thr His Ser His Val Ser Pro Asp Thr lie Lys Leu 

185 260 265 270 

186 Trp Glu Gly Leu Thr Glu Leu Val Thr Ala Thr Gly Asn Tyr Ser Asn 

187 275 280 285 

188 Tyr Arg Arg Arg Leu Ala Ala Cys Val Gly Phe Arg Phe Pro lie Leu 

189 290 295 300 

190 Gly Val His Leu Lys Asp Leu Val Ala Leu Gin Leu Ala Leu Pro Asp 

191 305 310 315 320 

192 Trp Leu Asp Pro Gly Arg Thr Arg Leu Asn Gly Ala Lys Met Arg Gin 

193 325 330 335 

194 Leu Phe Ser He Leu Glu Glu Leu Ala Met Val Thr Ser Leu Arg Pro 
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195 340 345 350 

196 Pro Val Gin Ala Asn Pro Asp Leu Leu Ser Leu Leu Thr Val Ser Leu 

197 355 360 365 

198 Asp Gin Tyr Gin Thr Glu Asp Glu Leu Tyr Gin Leu Ser Leu Gin Arg 

199 370 375 380 

, 200 Glu Pro Arg Ser Lys Ser Ser Pro Thr Ser Pro Thr Ser Cys Thr Pro 

201 385 390 395 400 

202 Pro Pro Arg Pro Pro Val Leu Glu Glu Trp Thr Ser Val Ala Lys Pro 
' 203 405 410 415 

2 04 Lys Leu Asp Gin Ala Leu Val Ala Glu His lie Glu Lys Met Val Glu 

205 420 425 430 

2 06 Ser Val Phe Arg Asn Phe Asp Val Asp Gly Asp Gly His lie Ser Gin 

207 435 440 445 

2 08 Glu Glu Phe Gin lie lie Arg Gly Asn Phe Pro Tyr Leu Ser Ala Phe 

209 450 455 460 

210 Gly Asp Leu Asp Gin Asn Gin Asp Gly Cys lie Ser Arg Glu Glu Met 

211 465 470 475 480 

212 He Ser Tyr Phe Leu Arg Ser Ser Ser Val Leu Gly Gly Arg Met Gly 

213 485 490 495 

214 Phe Val His Asn Phe Gin Glu Ser Asn Ser Leu Arg Pro Val Ala Cys 

215 500 505 510 

216 Arg His Cys Lys Ala Leu He Leu Gly lie Tyr Lys Gin Gly Leu Lys 

217 515 520 525 

218 Cys Arg Ala Cys Gly Val Asn Cys His Lys Gin Cys Lys Asp Arg Leu 

219 530 535 540 

220 Ser Val Glu Cys Arg Arg Arg Ala Gin Ser Val Ser Leu Glu Gly Ser 

221 545 550 555 560 

222 Ala Pro Ser Pro Ser Pro Thr His Thr His His Arg Ala Phe Ser Phe 

223 565 570 575 

224 Ser Leu Pro Arg Pro Gly Arg Arg Ser Ser Arg Pro Pro Glu He Arg 

225 580 585 590 

226 Glu Glu Glu Val Gin Thr Val Glu Asp Gly Val Phe Asp He His Leu 

227 595 600 605 

228 <210> SEQ ID NO 3 

229 <211> LENGTH: 2236 

230 <212> TYPE: DNA 

231 <213> ORGANISM: Homo sapiens 

232 <220> FEATURE: 

233 <221> NAME/KEY: CDS 

234 <222> LOCATION: (161) . . (1987) 

235 <223> OTHER INFORMATION: CalDAG-GEFI 

236 <400> SEQUENCE: 3 

237 ggggactcaa ggctggcctg gctcaagtga acagcacgtc caggaggcga cctcgtccgc 60 

238 gggtttgcat tctggggtgg acgagctggg ggttcggtcc gagcccggtg ggaggctccc 120 

239 ggagcgcagc ctgggcccag cccaccccgc gccggcggcc atg gca ggc acc ctg 175 

240 Met Ala Gly Thr Leu 

241 1 5 

242 gac ctg gac aag ggc tgc acg gtg gag gag ctg etc cgc ggg tgc ate 223 

243 Asp Leu Asp Lys Gly Cys Thr Val Glu Glu Leu Leu Arg Gly Cys He 

244 10 15 20 
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